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3 <110> APPLICANT: Wyeth 

5 <120> TITLE OF INVENTION: Aggrecanase Molecules 

7 vl30> FILE REFERENCE: 08702.0073 

C--> 9 <140> CURRENT APPLICATION NUMBER: US/10/0 5 7,4 87 

C--> 9 <141> CURRENT FILING DATE: 2002-01-25 

9 •:150> PRIOR APPLICATION NUMBER: 60/241,469 

10 -[ISl:- PRIOR FILING DATE: 2000-10-18 

12 -aeO:- NUMBER OF SEQ ID NOS : 8 

14 •:170:- SOFTWARE: Patentin version 3.1 

lb - ^lO-- SEQ ID NO: 1 

17 LENGTH: 242 

18 •:212..- TYPE: PRT 

19 •■;213> ORGANISM: Homo sapiens 
21 ^;40()> SEQUENCE: 1 
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80 225 230 235 240 

8 3 Leu Arg 

87 <210> SEQ ID NO: 2 

88 -.211;- LENGTH: 104 5 

89 ■:212:- TYPE: DNA 

90 ■;213> ORGANISM: Homo sapiens 
Q2 <400.- SEQUENCE: 2 

^'i .jaattcgcTcc aaagaqgcct acgagtgtgg tcaggatgga gaggtaggac aggaaggagg 

qctgaatgcg gagtggggac ggacgtccgg agggctggct ggaagctcgc gcgcccctcc l.U 
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Q7 pargqggcqg gcgctacctg agcaggctca gcagctgccg gcggctgcag ggggaccagg 
qc. .-gaggccqgc gcggggcgcg gcgccgtccg aagccatcac gtgtccgctg gggccgcagc 
101 rgcrgccggg cgcgccgtcg tgctccaggc cgaagctgtg cccaatctca tgggcaatgg 
103 rgantcccag gtcgaagcca gtgtcctcgg taatgaggca gctccaggtt ggggagcagg 
10 5 raccacccaq ctqqqtqacg ccccgcacct gccggttacc atcaggcaac tccaggtcaa 
107 acctagtgat atagaggacc aggtcagcat ggccaggatc cgtgtcgtcc tcagggttga 
loq rqgrctggct ccacccacag acgctcagca gggacgaggt gaggttggct gtgatatttg 
111 gagcaccctc aggctctgtc agaatgacca tcttcaccag gtgcacccga aactgagccc 
11.3 .-cagggacqg gtcccgaagc agttctgccc cgatgttgag gttggtgagc acatagcgct 
115 rtqtgtcctc ctggtgagcc tggaagacat cggggcccac ggccaccagc agctccaggt 
117 gtaggatgcc gcctgcagcc cgcctctgcc tctgcctctg cctctggaag ccaggggaag 
119 gagggcggcc ttttaaggga gcaccagggc tcaagtaaga agacacggcc tgtggctcca 
Ijl aagcctgaag acaactcggg tgctacacac acagcggccc cccagttccc ttccggcgtt 
1 cgratctctc atccccatcc cggatcttgg ggaggtcctc ggcttgcccc agtcaaactc 
125 gaggttctcc ctatagtgag tcgtattaat ttcagaggag tatttagaag agaagctgaa 
127 gctgtcgaga caaacgaaac tagtg 

130 <210> SEQ ID NO: 3 

131 <211> LENGTH: 1045 

132 <212> TYPE: DNA 

133 <213> ORGANISM: homo sapiens 

135 <:4 00> SEQUENCE: 3 . . n 

136 cactagtttc gtttgtctcg acagcttcag cttctcttct aaatactcct ctgaaattaa ou 
138 tacgactcac tatagggaga acctcgagtt tgactggggc aagccgagga cctccccaag 
140 atccgggatg gggatgagag atgcgaacgc cggaagggaa ctggggggcc gctgtgtgtg 
142 taqcacccga gttgtcttca ggctttggag ccacaggccg tgtcttctta cttgagccct 
144 ggtgctccct taaaagqccg ccctccttcc cctggcttcc agaggcagag gcagaggcag 
14h aggcgggctg caggcgqcat cctacacctg gagctgctgg tggccgtggg ccccgatgtc 
148 t tccaggctc accaggagga cacagagcgc tatgtgctca ccaacctcaa catcggggca 
150 gaactgcttc gggacccgtc cctgggggct cagtttcggg tgcacctggt gaagatggtc 
15^' att.-tgacag agcctgaggg tgctccaaat atcacagcca acctcacctc gtccctgctg 
154 agrgtctgtg ggtggaqcca gaccatcaac cctgaggacg acacggatcc tggccatgct 
156 gacctggtcc tctatatcac taggtttgac ctggagttgc ctgatggtaa ccggcaggtg 
158 rggggcgtca cccagctggg cggtgcctgc tccccaacct ggagctgcct cattaccgag 
160 qaractggct tcgacctggg agtcaccatt gcccatgaga ttgggcacag cttcggcctg 
162 gaqcacgacg gcgcgcccgg cagcggctgc ggccccagcg gacacgtgat ggcttcggac 84U 
164 gqcgccgcgc cccgcgccgg cctcgcctgg tccccctgca gccgccggca gctgctgagc 
166 rtgctcaggt agcgcccgcc ccgtgggagg ggcgcgcgag cttccagcca gccctccgga 
168 cqtccgtccc cactccgcat tcagccctcc ttcctgtcct acctctccat cctgaccaca 
170 ctcgtaggcc tctttggccg aattc 
173 <210> SEQ ID NO: 4 
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Output set: N:\CRF4\10242002\J057487.raw 

1-74 •;211> LENGTH: 2217 

175 •;212> TYPE: DNA 

176 •;213> ORGANISM: homo sapiens 

T-) ^-aqrttcgarctgqagcacg acggcgcgcc cggcagcggc tgcggcccca gcggacacgt 
. gatgqctL'g gaacggcacc gccccgcgcc ggcctcgcct ggtccccctg cagccgccgg 
-ag-rgctg! gcctgctcag acccgtccct ccgtcgccgc tccctctgct ggccacccac 
;rctgcgccg gcaggagcct tagtcttggt cccagccaag agccggctcc tggtgggggg ^ 
. ;acl gccga qaactc'tgt tcccactcac aaaaggccac gcttccaaac gcttccatcc -00 
.^g?^LcL tcctccgtcc cgcctcctcc cggtgtacac cccgggactg agccgggcct 3.0 

4 80 
540 
bOO 

6 6 0 
720 

7 80 
840 
900 
960 

10 2 0 
1080 
114 0 

■■17 cr.gatgqga cccggtgtat gccaagtggc ccccgggagg acgggaccct gagcctgtgt 1.00 

-> 9 gtg cgggca gctgcaggac atttggctgt gatggtagga tggactccca gcaggtatgg .60 

" 1 aacagg?qcc aggtgtgtgg tggggacaac agcacgtgca gcccacggaa gggctctttc 3.0 

IcagSggca gagogagaga atatgtcacg tttctgacag ttacccccaa cctgaccagt 80 

" gtctaca?tg ccL^cacag gcctctcttc acacacttgg cggtgaggat cggagggcgc 440 

"■■-'7 ?atitcqtqg ctgggaagat gagcatctcc cctaacacca cctacccctc cctcctggag 500 
"^^.g gat gtcg?g tcgagtacag ag^ggccctc accgaggacc ggctgccccg cctggaggag 

■■U atccgcatc? ggggacccct ccaggaagat gctgacatcc aggtgggagg tgtcagagcc 62O 

caqrtcatgc acatcagctg gtggagcagg cctggccttg gagaacgaga cctgtgtgcc 6d0 

V aqgqgcagat ggcctggagg ctccagtgac tgaggggcct ggctccgtag atgagaagct 740 

7 gc^tqcccct gagccctgtg tcgggatgtc atgtcctcca ggctggggcc atctggatgc 800 

^.9 ?acctctgca ggggagaagg ctccctcccc atggggcagc atcaggacgg gggctcaagc 186 

"•1 tqcacacgtg tggacccctg cggcagggtc gtgctccgtc tcctgcgggc gaggtctgat 19 0 

A aaaactacqt ttcctgtgca tggactctgc cctcagggtg cctgtccagg aagagctgtg 1980 

tqgcctggca agcaagc^tg ggagccggcg ggaggtctgc caggctgtcc cgtgccctgc 

4 cqgtgqcag tacaagctgg cggcctgcag cgtgagctgt gggagagggg tcgtgcggag ^100 

^49 qatcctgtat tgtgcccggg cccatgggga ggacgatggt gaggagatcc tgttggacac .1^0 

Al ccagtgccag gggctgcctc gcccggaacc ccaggaggcc tgcagcctgg agccctg -^17 

254 <210> SEQ ID NO: 5 

255 011> LENGTH: 365 
j56 < 212> TYPE: PRT 

j57 <:-:13> ORGANISM: homo sapiens 
J 59 v2 20.> FEATURE: 

260 •:221> NAME/KEY: MISC_FEATURE 

j61 ■:223> OTHER INFORMATION: unknown amino acid 

264 <220> FEATURE: 



1.5 .^Jctgcgccg qcaggagcct tagtcttggt cccagccaag agccggctcc tggtgggggg 

;acqgqccqa qaactc'tgt tcccactcac aaaaggccac gcttccaaac gcttccatcc 300 
IH, n'qtgcccac tcctccgtcc cgcctcctcc cggtgtacac cccgggactg agccgggcct 
g^gr'gggcc ttgtcgcagc gcatgacggg cgcgctggtg tgggacccgc cgcggcctca 
. . 4;-gggLc qcggggcacc cgcggaatgc gcacctgggc ctctactaca gcgccaacga 
-5 q.^qtgccgc gtggccttcg gccccaaggc tgtcgcctgc accttcgcca gggagcacct 
^.-.7 gg'aagS,g ccggcgqtqg cctgggattg gctgtgaggt ccctccgcat cacccagctc 
;.9 acg.cccccc aaLgtgcat ggatatgtgc caggccctct cctgccacac agacccgc g 
'■01 gaccaaagca qctgcagccg cctcctcgtt cctctcctgg atgggacaga ^tgtggcgtg 
-■ni naaaaataat qctccaaggg tcgctgccgc tccctggtgg agctgacccc catagcagca 
■ t catgggc ctggtctag ctggggtccc cgaagtcctt gctcccgctc ctgcggagga 
^■ 7 qg?q?gg?L ccagqaggcg gcagtgcaac aaccccagac ctgcctttgg ggggcgtgca 
9 ?gtq^Jgqtg ctgacc^cca ggccgagatg tgcaacactc aggcctgcga g-gacccag 
^■1 c?g. ag?tca tgtcgcaaca gtgcgccagg accgacggcc agccgctgcg ctcctcccct 
: ggc gcgcct ccttctacca ctggggtgct gctgtaccac acagccaagg ggatgctctg 
2,5 i;.rgaLca tgtgccgggc cattggcgag agcttcatca tgaagcg gg g ag t c 
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361 



355 



360 



365 



364 <:210> SEQ ID NO: 6 

365 ' Jll:^ LENGTH: 738 

366 •:J12> TYPE: PRT 

36"" vJ13> ORGANISM: hdmri sapien 

369 •:J20:> FEATURE: 

370 •:J21> NAME/KEY: MISC.FEATUPE 

371 v222> LOCATION: (43).. (43) 

372 •.:j2 3> OTHER INFORMATION: unknown amino acid 
37 5 <.::'2 0> FEATURE: 

37h v:221> NAME/KEY: MISC_FEATUFE 

377 v222> LOCATION: (192).. (192) 

378 •-:223> OTHER INFORMATION: unknown amino acid 

381 < j20> FEATURE: 

382 ^:221> NAME/KEY: MIS<:_FEATURE 

383 v222> LOCATION: (255).. (255) 

384 ':2J3> (jther INFORMATION: unknown amino acid 

387 •:jjO> FEATURE: 

388 -:2Jl> NAME/KEY: MISC_FEATURE 

38",-^ ••,JJ2> LOCATION: (258).. (258) 

39n '.:j23> OTHER 1 NFORMATI'jN : unknown amino acid 

39 3 ':220> FEATURE: 

394 <221> NAME/KEY: MISC_FEATUPE 

395 v222> LOCATION: (374).. (374) 

396 <.22 3> OTHER INFORMATION: unknown amino acid 

399 <220> FEATURE: 

400 <221> NAME/KEY: MISC^FEATURE 

401 <222> LOCATION: ( 397 ).. ( 397) 

402 <22 3> OTHER INFORMATION: unknown amino acid 

40 5 <220> FEATURE: 

406 <22I> NAME/KEY: MISC_FEATURE 

407 <222> LOCATION: (452).. (452) 

408 <:22 3> OTHER INFORMATION: unknown amino acid 

411 <220> FEATURE: 

412 <221> NAME/KEY: MISC_FEATURE 

413 <222> LOCATION: (458).. (458) 

414 <22 3> OTHER INFORMATION: unknown amino acid 

417 <220> FEATURE: 

418 <221> NAME/KEY: MISC_FEATURE 

419 <;222> LOCATION: (475).. (475) 

4 20 <22 3> OTHER INFORMATION: unknown amino acid 

42 3 <:220> FEATURE: 

424 <:2jl> NAME/KEY: MISC_FEATURE 

425 <2j2> LOCATION: (487 ).. (487) 

426 <223> OTHER INFORMATION: unknown amino acid 
4 29 ♦:400> SEQUENCE: 6 

431 Ser Phe Gly Leu Glu His Asp Gly Ala Pro Gly Ser Gly Cys Gly Pro 

432 15 10 15 

435 Ser Gly His Val Met Ala Ser Glu Arg Arg Arg Pro Ala Pro Ala Ser 
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Please No te; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review 
Sequence Listing to ensure that a corresponding explanation is presented in t] 
to <22 3> fields of each sequence which presents at least one n or Xaa, 

Seqff:5; Xaa Pos . 365 

Seq#:6; Xaa Pos. 43,192,255,258,374,397,452,458,475,487 
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